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Å Promise & Challenge 
Å Right drug, right dose, right disease stage and right 

responder

Å Prediction needs both, statistical correlation & 
biological understanding

ÅHow ? Results !
Å Semantically connecting data networks with 

knowledge networks

Å From SPARQL to Applied Semantic Knowledge Base 
(ASK)

Å Result examples: PROOF, BG Medicine, PCC

Å Are we done ? 
Å Just started
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Complex biological responses require 

a systems approach 

ÅData coherence
ÅPlenty of data: isolated sources, taxonomies, 

ontologies, non -standardized vocabularies.

ÅFunctional context
ÅChanges reflect different biological processes and 

overlapping alterations.

ÅWhat makes sense statistically, needs to also make 

sense biologically.

ÅHypothesis refinement and hit -to -fit confidence 

between unknowns and model are demanding.
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Apply ASK for predictive biology

Test hypotheses, qualify & validate model 

Capture combinatorial marker patterns in ôSPARQL Arraysõ

Create semantic networks to visualize and explore biomarkers

Unify & analyze  data


